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Polymorphism of Deletion in Mitochondrial DNA Region V
Among 6 Populations in China
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(Department of Forensic Biology, SUN Yat-sen University, Guangzhou 510080 China)

Abstract Objective To investigate the polymorphism of mitochondrial DNA Region V among
Guangdong Han, East China Han, Neimenggu Han, Yunnan Bai, Menggu, Weiwuer populations.
Methods Denaturing high-performance liquid chromatography was used to analyze PCR products of
mtDNA Region V. Results Three types of amplicon fragments were observed in 6 populations, includ-
ing standard type, deletion type, and 3-repeat type. The frequencies of 9 bp deletion among 6 popula-
tions were 21.4, 18.0, 14.0 16.9 7.0 and 10.4 respectively. Conclusion The 9 bp deletion in
mtDNA Region V is discovered in all 6 populations and there is difference among the frequencies of 9
bp deletion of 6 populations.
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Table 1~ Polymorphism of mtDNA region V 9 bp deletion 3
among 6 Chinese populations (%)
1 copy 9 bp 2 copies 9 bp 3 copies 9 bp
Population n ’
(112 bp) (121 bp) 130 bp)
Guangdong Han 212 21.4 78.1 0.5
East China Han 100  18.0 82.0 0
Neimeng Han 100  14.0 86.0 0
Bai (Yunnan) 106 16.9 83. 1 0 M Yao -
Meng Gu (Neimeng) 100 7.0 93.0 1.0
Weiwuer (Xinjiang) 106  10.4 89.6 0
2 6 mtDNA 9 bp
Table 2 Pairwise comparison of the polymorphism of mtDNA region V in 6 Chinese populations ( P value)
Guangdong Han ~ East China Han Neimeng Han Bai Menggu Weiwuer
Guangdong Han - 0.6253 0.197 2 0.603 7 0.006 4 ' 0.070 7'
East China Han - - 0.4399 0.988 7 0.040 5" 0.174 4
Neimeng Han - - - 0.174 4 0.170 7 0.562 8
Bai - - - - 0.0386" 0.173 6
Menggu - - - - - 0.3389

Comparising between populations using Fisher’s Exact test 1): P <0.05
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